In the first step, the total barcode counts in a given sample are summed. In the second step, the normalized counts for each barcode are calculated as Barcode1 / Sum (Barcode 1-->N). In the third step, these normalized counts are normalized a second time by the input DNA. In all cases, data from the third step are plotted as normalized delivery. (c) DNA barcode design; DNA barcodes were designed to reduce exonuclease activity and PCR bias. 
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Included Excluded
Index Name Index Sequence Index Name Index Sequence N701 Mole %  1  7C1  C14PEG  10  80  1.5  20  2  7C1  C14PEG  10  80  5  15  3  7C1  C14PEG  10  80  10  10  4  7C1  C14PEG  10  80  15  5  5  7C1  C14PEG  10  80  17.5  2.5  6  7C1  C14PEG  10  80  19  1  7  7C1  C16PEG  10  80  0  20  8  7C1  C16PEG  10  80  5  15  9  7C1  C16PEG  10  80  10  10  10  7C1  C16PEG  10  80  15  5  11  7C1  C16PEG  10  80  17.5  2.5  12  7C1  C16PEG  10  80  19  1  13  7C1  C18PEG  10  80  0  20  14  7C1  C18PEG  10  80  5  15  15  7C1  C18PEG  10  80  10  10  16  7C1  C18PEG  10  80  15  5  17  7C1  C18PEG  10  80  17.5  2.5  18  7C1  C18PEG  10  80  19  1  19  92  C14PEG  10  80  0  20  20  92  C14PEG  10  80  5  15  21  92  C14PEG  10  80  10  10  22  92  C14PEG  10  80  15  5  23  92  C14PEG  10  80  17.5  2.5  24  92  C14PEG  10  80  19  1  25  92  C16PEG  10  80  0  20  26  92  C16PEG  10  80  5  15  27  92  C16PEG  10  80  10  10  28  92  C16PEG  10  80  15  5  29  92  C16PEG  10  80  17.5  2.5  30  92  C16PEG  10  80  19  1  31  92  C18PEG  10  80  0  20  32  92  C18PEG  10  80  5  15  33  92  C18PEG  10  80  10  10  34  92  C18PEG  10  80  15  5  35  92  C18PEG  10  80  17.5  2.5  36  92  C18PEG  10  80  19  1  37  78  C14PEG  10  80  0  20  38  78  C14PEG  10  80  5  15  39  78  C14PEG  10  80  10  10  40  78  C14PEG  10  80  15  5  41  78  C14PEG  10  80  17.5  2.5  42  78  C14PEG  10  80  19  1  43  78  C16PEG  10  80  0  20  44  78  C16PEG  10  80  5  15  45  78  C16PEG  10  80  10  10  46  78  C16PEG  10  80  15  5  47  78  C16PEG  10  80  17.5  2.5  48  78  C16PEG  10  80  19  1  49  78  C18PEG  10  80  0  20  50  78  C18PEG  10  80  5  15  51  78  C18PEG  10  80  10  10  52  78  C18PEG  10  80  15  5  53  78  C18PEG  10  80 C14PEG  10  35  25  25  15  63  83  C14PEG  10  35  35  15  15  64  83  C14PEG  10  35  45  5  15  65  80  C14PEG  10  80  0  20  0  66  80  C14PEG  10  80  5  15  0  67  80  C14PEG  10  80  10  10  0  68  80  C14PEG  10  80  15  5  0  69  80  C14PEG  10  80  18  2  0  70  80  C14PEG  10  62  12  26  0  71  80  C14PEG  10  62  22  16  0  72  80  C14PEG  10  62  32  6  0  73  80  C14PEG  10  62  36  2  0  74  80  C14PEG  10  50 C14PEG  10  35  25  25  15  95  78  C14PEG  10  35  35  15  15  96  78  C14PEG  10  35  45  5  15  97  73  C14PEG  10  80  0  20  0  98  73  C14PEG  10  80  5  15  0  99  73  C14PEG  10  80  10  10  0  100  73  C14PEG  10  80  15  5  0  101  73  C14PEG  10  80  18  2  0  102  73  C14PEG  10  62  12  26  0  103  73  C14PEG  10  62  22  16  0  104  73  C14PEG  10  62  32  6  0  105  73  C14PEG  10  62  36  2  0  106  73  C14PEG  10  50 We observe tissue-and cell-type speci c tdTomato auto uorescence in Ai14 mice. Exempli ed below are from the liver. 0  13  7C1  C14PEG  10  60  25  15  0  14  7C1  C14PEG  10  60  20  20  0  15  7C1  C14PEG  10  60  15  25  0  16  7C1  C14PEG  10  60  10  30  0  17  7C1  C14PEG  10  60  5  35  0  18  7C1  C14PEG  10 
